CApIC-ACE introduces weekly virtual seminar series for its students to
engage them, encourage continuous learning and ensure that they are not
lagging behind in their studies...

VIRTUAL SEMINAR Tuds CLINICAL

SERIES PHARMACOGENETICS STUDIES
Presentation | IN AFRICAN POPULATIONS

Supervisor: Prof. V.C. Osamor
Co-Supervisor: Prof. 0.0, Ogunlana

THE AFRICAN GENOME VARIATION PROJECT
SHAPES MEDICAL GENETICS IN AFRICA

INTRODUCTION

The AGVP has evolved to help develop
local resources for public health and genomic
research that are currently lacking in the continent.

Pharmacogenomics studies the influence of genomic
variations on drug processing and response.

Pharmacogenetics looks specifically at the impact of
variations in a single or few genes on drug response.
African  pharmacogenetics studies have been
comparatively lower due to lack of capacity, clinical
applicability and knowledge.

9 Figure 318 African
NES populations
i studied in the AGVP
including 2 populations
from the 1000 Genomes

Great ethnolinguistic and genetic diversity is a
Project.

problem too.
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A SEMINAR PRESENTATION
ON

A REVIEW OF PROSTATE CANCER
GENOME-WIDE
ASSOCIATION STUDIES (GWAS)

GENE REGULATION AND METABOLIC NETWORKS IN
Plasmodium falciparum

OLADEJO, David Oladoke

COVENANT APPLIED INFORMATICS AND
COMMUNICATIONS-AFRICAN CENTRE OF
EXCELLENCE (CApIC-ACE), OTA.

5TH MAY, 2020.
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INTRODUCTION

Prostate cancer is the second most common cancer in
men worldwide.

Cancer is complex and there are highly penetrant
genetic variants and moderate to commonly occurring
variants conferring lower risks. Computational GWAS
approaches are well suited for this sort of problem.

The first GWAS reported in 2006 was carried out in
prostate cancer and identified SNPs in 8q24.
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A REVIEW OF COMPUTATIONAL
PROTEIN-PROTEIN INTERACTION

IN THE COMBAT AGAINST
MALARIA.

Presented by Oluwamuyiwa Fesobi Andrew
Under the srvision of Dr. Jelili Oyelade.
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“The Impact of Pyrethroid Resistance on the Efficacy of
Insecticide-Treated Bed Nets against African Anopheline
Mosquitoes: Systematic Review and Meta-Analysis
Clare Strode' ™, Sarah Donegan', Paul Garner', Ahmad All Enayati’, Janet Hemingway'
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UNDERSTANDING PATTERN OF INSECTICIDAL

RESISTANCE IN MOSQUITOES ACROSS AFRICA

BY
JESUJOBA OWOLABI
(M.Sc. Bioinformatics, 190000575)
SUPERVISOR: DR. T. DOKUNMU

COVENANT APPLIED INFORMATICS AND COMMUNICATION AFRICA CENTRE OF EXCELLENCE (CApIC-ACE)

INTRODUCTION

*Malaria is a life-threatening disease caused by
plasmodium parasites that are transmitted to people oot
through the bites of female Anopheles mosquitoes.
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= The most important vectors of malaria are members of \X& MISSENS pasiaee.

An. gambiae because they are the most widespread in R\ g
Africa and the most difficult vectors to control. \\ \
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Target proten resstance

* Mechanisms of insecticidal resistance in mosquitoes is
multi-facet involving:
* target-site resistance
* metabolic resistance.
* phenotypic and cuticular resistance (Miranda et al.2014).
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A PRESENTATION ON

APPLICATIONS OF
RANDOM FOREST IN
GENOMICS

By: APATA OLUWABUKOLA RACHEAL E
CApIC-ACE RA, MSc. Bioinformatics -1

Supervisor: Dr. Itunuoluwa Isewon
Computer and Information Science Dept.

COVENANT APPLIED INFORMATICS AND COMMUNICATION AFRICA CENTRE OF
EXCELLENCE (CApIC-ACE)

Data Integration in Genetics and Genomics:
Methods and Challenges

(Jemila et al, 2009)

9 OUTLINE .

= Overview of Random Forest
= Applications of Random Forest in Genomics
= Drug Sensitivity
= Cancer Types Prediction
= Research Article Review
Motivation

Datasets and Application
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INTRODUCTION

The increasing amounts of genomic data have become available and structure of these
data have also been growing at an unprecedented rate

Data integration plays an important role in understanding environment-genome
interactions in toxicogenomics

Data integration relates to combining similar types of data across different studies
through meta-analytic approaches

The challenges in data integration may include: experimental, computational, or
statistical complexities

Data integration in general is divided into two broad categories: integration of similar
data types and integration of heterogeneous data types.
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CLOUD PERFORMANCE BASED
ANOMALY DETECTION
TECHNIQUES

Presented by: MOLO MBASA Joaquim

Supervisor : Dr. Joke Badejo

®

OUTLINE

1. INTRODUCTION

2. CLOUD PERFORMANCE
ISSUES

3.TYPES OF ANOMALIES

4. ANOMALY DETECTION
TECHNIQUES

5. CONCLUSION
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FEDERATED CLOUD
RESOURCE
MANAGEMENT

By Nzanzu Vingi Patrick

Supervisor : Prof. E. Adetiba

PRESENTATION OUTLINE

Introduction
Background

Resource
. o Management(RM) i
Federated Cloud
Taxonomy of RM in o .
Federated Cloud

Conclusion
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Taxonomy of RM
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Gaps in the Presented
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